Alternaria brassicae strain NG13 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
GenBank: MN272425.1
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LOCUS       MN272425                 371 bp    DNA     linear   PLN 14-AUG-2019
DEFINITION  Alternaria brassicae strain NG13 small subunit ribosomal RNA gene,
            partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA
            gene, and internal transcribed spacer 2, complete sequence; and
            large subunit ribosomal RNA gene, partial sequence.
ACCESSION   MN272425 REGION: 93..463
VERSION     MN272425.1
KEYWORDS    .
SOURCE      Alternaria brassicae
  ORGANISM  Alternaria brassicae
            Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;
            Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporineae;
            Pleosporaceae; Alternaria.
REFERENCE   1  (bases 1 to 371)
  AUTHORS   Vaish,S. and Garg,N.
  TITLE     Fungus isolated from bd504
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 371)
  AUTHORS   Vaish,S. and Garg,N.
  TITLE     Direct Submission
  JOURNAL   Submitted (09-AUG-2019) Post Harvest Management, ICAR-CISH,
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       61 ccttttgtaa ttgcaatcag cgtcagtaac aaattaataa ttacaacttt caacaacgga
      121 tctcttggtt ctggcatcga tgaagaacgc agcgaaatgc gataagtagt gtgaattgca
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